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Behorende bij het proefschrift: 
 
EPR and NMR Spectroscopy of Spin-Labeled Proteins 
 
 
1) Many spectra that seem to be “single-component spectra” in W-band EPR will turn out to be 
multiple components, when investigated at J-band or higher. 
 
This thesis, chapter 2 
 
2) The applicability of the width of the distance distribution to derive the conformational dynamics 
of proteins is limited by various factors that enter the distribution and are not easily distinguished 
experimentally.  
 
This thesis, chapter 3 
 
3) EPR will become an efficient method for protein structure determination even though the 
introduction of suitable spin probes with short and rigid linkers remains a challenge.  
 
This thesis, chapter 3 
 
4) Paramagnetic relaxation enhancement and pseudocontact shifts provide different views of 
conformational flexibility within a protein complex   
 
This thesis, chapter 4;  
Diaz Moreno et al. The Journal of Biological Chemistry, 2005, 280, 19, 18908–15 
 
5) The development of suitable techniques that provide high enough spatial and the appropriate time 
resolution to investigate protein motions and related conformational changes is still a major 
challenge for biophysical research. 
 
6) The biological functioning of a protein complex requires the balance of association and 
dissociation rates, of affinity and specificity. 
 
Bashir et al. FEBS Journal, 2011, 278, 1391-00 
 
7) Protein complexes frequently do not exist in a single conformation, but rather in an equilibrium 
between an encounter state and the well-defined, active conformation. 
 
Keizers and Ubbink, Progress in nuclear magnetic resonance spectroscopy, 2011, 58, 88-96  
 
8) Paramagnetic relaxation enhancement NMR is the most appropriate tool for the investigation of 
lowly populated states of macromolecules in dynamic processes. 
 
Clore and Iwahara, Chemical Reviews, 2009, 109, 9, 4108–39 
 
 
